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NES
1.92
-1.02
-2.21
-1.85
0.84
1.10
-1.79
-1.95
-2.06
1.84
0.55
0.84
-1.47
-1.95
-1.34
-1.19
-1.53

P-Value
<0.001
0.41
<0.001
<0.001
0.96
0.31
<0.001
<0.001
<0.001
<0.001
1
0.9
<0.001
<0.001
0.04
0.16
0.04

OBSCN
NEB
SYNPO2L
KRTAP4-8
FERMT1
SPRR3
DTWD2
FLG
ZNF208
TRIOBP

d
Target pathways NES P-Value Change
RB1 Loss 2.48 <0.001 A
Mapk Pathway -1.26  0.07 N —
B Cell Receptor Signaling Pathway 222 <0.001 WV W
Cell Migration -2.17 <0.001 V'V
Regulation Of Autophagy -0.90 0.87 —_—
Histone Deacetylase Complex 1.46 0.02 A A
Protein Tyrosine Kinase Activity -1.52 <0.001 WV W
Angiogene_sis 225 <0.001 VWV
Apoptosis 254 <0001 VWV
G2M Checkpoint 245 <0.001 A A
Myc Targets V1 1.82 <0.001 A —
Oxidative Phosphorylation 1.23  0.08 N —
P53 Pathway -1.86 <0.001 VvV V¥
JAK Stat Signaling Pathway 259 <0001 VWV
PI3K AKT Signaling In Cancer -1.79 <0.001 V'V
WNT Signaling -1.78 <0.001 VW \/
NAD Biosynthetic Pathways -1.34 0.1 — A
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Alternations
[ Nonframeshift deletion stoploss SNV
. frameshift deletion Frameshift insertion

[ Nonsynonymous SNV

synonymous SNV

I NE Score
Immune Score

SCG3
YAP1

type

Collection of DEGs between SCCC two sub
| Foldchange | >1.5,P-Value<0.05

SCCC SCLC

Cell adhesion

Wilcoxon-test

NE Score
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